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<400> 1 



ctagtcccca 


ggcagacggt 


ccctcactcc 


tgtggcttgg 


cgtcggagac 


gctggcagtc 


60 


atgggcaggg 


tttccttcag 


cgttcgggtc 


agctccgtgc 


ggagagcccg 


ctgctcttgt 


120 


cctgggcgat 


gctacctctc 


ctgcagagtc 


cctccaacca 


ccgccctccg 


tgcactgaac 


180 


ggtcttggct 


gcgcgggggt 


tccgggggag 


actgcaggtg 


gagccgtcgg 


acccggcccc 


240 


ttggggaccc 


gtggcttcct 


ctccgggtcc 


aagttccagg 


ctcccggcag 


ctggaaggat 


300 


tgctttggag 


ccccgcctgc 


tccagacgtc 


ttgagagcag 


acaggagcgt 


gggcgagggc 


360 


tgtcctcaga 


agctggtgac 


tgctaacttg 


ctgcgcttcc 


tcctgctggt 


gctcatcccc 


420 


tgcatctgcg 


ccctcatcgt 


gctgctggcc 


atcctgctgt 


cctttgtggg 


aacattaaaa 


480 


agggtttatt 


tcaaatcaaa 


tgacagtgaa 


cctttggtca 


ctgatgggga 


agctcgagtg 


540 


cctggtgtta 


ttcctgtaaa 


tacagtttat 


tatgagaaca 


caggggcgcc 


ctctctgccc 


600 


cccagccagt 


ccactccagc 


ctggacaccg 


agagctcctt 


ctccagagga 


ccagagtcac 


660 


aggaacacaa 


gcacctgcat 


gaacatcact 


cacagccagt 


gtcaaattct 


gccctaccac 


720 


agcacgttgg 


cacctctctt 


gccaattgtc 


aaaaacatgg 


acatggagaa 


gttcctcaag 


780 


ttcttcacgt 


acctccatcg 


cctcagttgc 


tatcaacata 


tcctgctctt 


cggctgtagc 


840 


ctcgccttcc 


ctgagtgcgt 


tgttgatggc 


gatgacaggc 


atggtcttct 


accctgtaga 


900 


tctttctgtg 


aggctgcaaa 


agaaggatgc 


gaatctgtcc 


tgggaatggt 


gaactcctcc 


960 


tggccggatt 


ccctcagatg 


ctctcagttt 


agggaccaca 


ctgagactaa 


cagcagtgtc 


1020 
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agaaagagct 


gcttctcact 


gcagcaggaa 


catggaaagc 


aatcactctg 


tggagggggc 


1080 


gagagcttcc 


tgtgtaccag 


cgggctctgc 


gtccccaaga 


agctgcagtg 


taacggctat 


1140 


aatgactgtg 


atgactggag 


cgacgaggcg 


cattgcaact 


gcagcaagga 


tctgtttcac 


1200 


tgtggcacag 


gcaagtgcct 


ccactacagc 


ctcttgtgtg 


atgggtacga 


tgactgtggg 


1260 


gacccgagtg 


acgagcaaaa 


ctgtgattgt 


aatctcacaa 


aagagcatcg 


ctgtggagat 


1320 


gggcgctgca 


ttgcggctga 


gtgggtgtgc 


gatggggacc 


atgactgtgt 


ggacaagtct 


1380 


gatgaggtca 


actgctcttg 


tcacagccag 


ggcctggtgg 


aatgcacaag 


tggacagtgc 


1440 


atccctagca 


ccttccagtg 


tgatggggac 


gaagactgta 


aggatgggag 


tgacgaggag 


1500 


aactgcagtg 


acagtcagac 


gccatgtcca 


gaaggagaac 


agggatgctt 


tggcagttcc 


1560 


tgcgtcgaat 


cctgtgctgg 


tagctctctg 


tgtgactcag 


acagcagcct 


gagtaactgc 


1620 


agtcaatgtg 


agcccatcac 


tttggaactc 


tgcatgaatt 


tgctctacaa 


ccatacacat 


1680 


tatccaaatt 


accttggcca 


cagaactcaa 


aaggaagcgt 


ccatcagctg 


ggagtcatcc 


1740 


cttttccctg 


cccttgtaca 


aaccaactgt 


tacaaatacc 


tcatgttttt 


cgcttgcacc 


1800 


attttggttc 


caaagtgtga 


tgtgaataca 


ggacaacgca 


tcccgccttg 


cagactcctg 


1860 


tgtgagcact 


ccaaagagcg 


ctgtgagtct 


gttctgggaa 


tcgttggcct 


gcagtggcct 


1920 


gaagacaccg 


actgcaatca 


atttccagag 


gaaagttcag 


acaatcaaac 


ttgcctcctg 


1980 


cccaatgaag 


atgtggaaga 


atgctctccg 


agtcacttca 


aatgccgctc 


gggacgatgc 


2040 


gttctgggct 


ccaggagatg 


tgacggccag 


gctgactgtg 


acgacgacag 


tgacgaggag 


2100 


aactgtggtt 


gtaaagagag 


agctctttgg 


gaatgtccat 


ttaataagca 


atgtctgaag 


2160 


catacattaa 


tctgcgatgg 


gtttccagat 


tgtccagaca 


gtatggatga 


aaaaaactgc 


2220 


tcattttgcc 


aagacaatga 


gctggaatgt 


gccaaccatg 


agtgtgtgcc 


gcgtgacctt 


2280 


tggtgcgacg 


gatgggtcga 


ctgctcagac 


agttctgatg 


aatggggctg 


tgtgaccctc 


2340 


tctaaaaatg 


ggaactcctc 


ctcattgctg 


actgttcaca 


aatctgcaaa 


ggaacaccac 


2400 


gtgtgtgctg 


acggctggcg 


ggagacgttg 


agtcagctgg 


cctgcaagca 


gatgggttta 


2460 


ggagaaccgt 


ctgtgaccaa 


gctgatccca 


ggacaggaag 


gccagcagtg 


gctgaggttg 


2520 


taccccaact 


gggagaatct 


caatgggagc 


accttgcagg 


agctgctggt 


atacaggcac 


2580 


tcctgcccaa 


gcagaagtga 


gatttccctt 


ctgtgctcca 


agcaagactg 


tggccgccgc 


2640 


cctgctgccc 


gaatgaacaa 


gaggatcctt 


gggggtcgga 


ctagtcgtcc 


tgggaggtgg 


2700 


ccgtggcagt 


gctctctgca 


gagtgaaccc 


agtggacata 


tctgtggctg 


tgtcctcatt 


2760 


gccaagaagt 


gggtcctgac 


agttgcccat 


tgctttgaag 


ggagagaaga 


cgctgatgtt 


2820 
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tggaaagtgg 


tatttggcat 


aaacaacctg 


gaccatccat 


caggcttcat 


gcagacccgc 


2880 


tttgtgaaga 


ccatcctgct 


acatccccgt 


tacagtcgag 


cagtggtaga 


ctatgatatc 


2940 


agcgtggtgg 


agctgagcga 


tgatatcaat 


gagacaagct 


acgtcagacc 


tgtctgecta 


3000 


cccagtccgg 


aggagtatct 


agaaccagat 


acgtactgct 


acatcacagg 


ctggggccac 


3060 


atgggcaata 


aaatgccctt 


taagctgcag 


gagggagagg 


teegcattat 


ccctctggag 


3120 


cagtgccagt 


cctattttga 


catgaagacc 


atcaccaatc 


ggatgatctg 


tgctggctat 


3180 


gagtctggca 


ccgtggactc 


ctgcatggga 


gacagcggtg 


ggcctctggt 


ttgtgaacga 


3240 


cccggaggac 


agtggacatt 


atttggttta 


acttcatggg 


gctccgtctg 


cttttccaaa 


3300 


gttctgggac 


ctggagtgta 


cagcaatgtg 


tcttactttg 


tgggctggat 


tgaaagacaa 


3360 


atatatatcc 


agacctttct 


ccaaaagaaa 


tcccaaggat 


aatcagagac 


tttgtgggga 


3420 


aacctacatg 


gagaatgacc 


ctctgaaaca 


gaagcttgtc 


ctgecaagag 


ctgtacgaac 


3480 


aggcgtttca 


cggacaggac 


gctcaacatg 


caccgcaaga 


tctctcctgt 


ttgtgctaga 


3540 


tgagttttac 


tcaggcttta 


atctctttca 


acattatcat 


ttattaattt 


catgaatcct 


3600 


tttaaaagca 


cagagcaaag 


taggttttgt 


tattttgcta 


ggctaacctt 


gaatgtagtg 


3660 


tgcaattacc 


aacccataga 


gacatttgga 


gctctagggt 


aacaagttat 


agaaagctcc 


3720 


ttttattact 


actacaagac 


acacacggag 


atacacgctg 


actgatctcc 


agtttctgct 


3780 


taagcccagt 


ggcttagggg 


gcacatttca 


gaactgatct 


tggagactgg 


cttttaattt 


3840 


gtagaaagcc 


aagagaatat 


atatgctttt 


at tatttact 


ctactcttct 


aaataacttg 


3900 


aagaaatcat 


gaaagacaga 


gaaaggaccc 


acagtgttga 


tctagacagt 


tgaagttgca 


3960 


agaatgtaaa 


attctctagc 


caaccaaact 


aacactctga 


agtaagtaga 


attctatcct 


4020 


ttctgtattc 


aaattaagct 


taaaatctcc 


accagatttg 


ttcccgttac 


tgggaatttt 


4080 


cggagtatgt 


cacttagatg 


actgtgatgt 


caaaagccag 


gtcaatcctt 


gaggaaataa 


4140 


tttgtttgct 


tatgtgggaa 


tgaataagaa 


tctttccatt 


ccgcaaaaca 


cacaaattaa 


4200 


aaaggagaaa 


aaaaattaaa 


taacattcca 


cacccaatta 


attctgaaaa 


ttagtctget 


4260 


tgtattcacc 


caaaacagaa 


aagttacaga 


aatatatttc 


aaagtgcagc 


aaaatgttgc 


4320 


atggagtata 


taacattttg 


caatttcccc 


ctcatgatgt 


ctaacatccg 


gtattgecat 


4380 


t tgcct cat t 


gataat t aaa 


actaaat tt t 


aaggat get t 


t taagcact g 


ggecact tt a 


4440 


tgggaatcaa 


ttcccaaagc 


aattagtggt 


tacaagtatt 


ttttcccact 


aaaaagtttc 


4500 


aaaacacaaa 


ccttcatact 


aaattaatta 


gecagacatg 


aactatgtaa 


catgeaaatg 


4560 


cctttttgaa 


caagtaggat 


gcactgttaa 


acttcaccag 


caaccaaact 


gectcagtat 


4620 
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tgcttacagg 


gactacctgc 


aattttatat 


gtgtattttg 


tactcttttt 


ctagatagtt 


4680 


caaatgcaaa 


acattgtttc 


aacccctatt 


ctccatgttg 


ttcacctctt 


gtcctggaat 


4740 


ttgttacaaa 


gtgtgtgtag 


caaatgattg 


tactgcggtc 


aggactatat 


gaaggtttag 


4800 


gaccatcggg 


tcggttttgt 


tataattgtt 


ggcacataat 


taataaaata 


tttttagcat 


4860 


tggg 












4864 


<210> 2 

<211> 4933 

<212> DNA 

<213> Homo sapiens 












<400> 2 
aaatcacccg 


cagcgccucc 


ccgggggaca 


cgtagaggag 


agaaaagcga 


ccaagataaa 


60 


agcggacaga 


agaacaagcg 


agacttttta 


tccatgaaac 


agtctcctgc 


cctcgctccg 


120 


gaagagcgcc 


accgcagagc 


cgggtcccca 


aagccggtct 


tgagagctga 


tgacaataac 


180 


acgggcaacg 


gcugccccca 


gaagctggcg 


actgctaacc 


tcctccggtt 


cctattgctg 


240 


gtcctgattc 


catgtatctg 


tgctctcgtt 


ctcttgctgg 


tgatcctgct 


ttcctatgtt 


300 


ggaacattac 


aaaaggtcta 


ttttaaatca 


aatgggagtg 


aacctttggt 


cactgatggt 


360 


gaaatccaag 


ggtccgatgt 


tattcttaca 


aatacaattt 


ataaccagag 


cactgtggtg 


420 


tctactgcac 


atcccgacca 


acacgttcca 


gcctggacta 


cggatgcttc 


tctcccaggg 


480 


gaccaaagtc 


acaggaatac 


aagtgcctgt 


atgaacatca 


cccacagcca 


gtgtcagatg 


540 


ctgccctacc 


acgccacgct 


gacacctctc 


ctctcagttg 


tcagaaacat 


ggaaatggaa 


600 


aagttcctca 


agtttttcac 


atatctccat 


cgcctcagtt 


gctatcaaca 


tatcatgctg 


660 


tttggctgta 


ccctcgcctt 


ccctgagtgc 


atcattgatg 


gcgatgacag 


tcatggactc 


720 


ctgccctgta 


ggtccttctg 


tgaggctgca 


aaagaaggct 


gtgaatcagt 


cctggggatg 


780 


gtgaattact 


cctggccgga 


tttcctcaga 


tgctcccagt 


ttagaaacca 


aactgaaagc 


840 


agcaatgtca 


gcagaatttg 


cttctcacct 


cagcaggaaa 


acggaaagca 


attgctctgt 


900 


ggaaggggtg 


agaactttct 


gtgtgccagt 


ggaatctgca 


tccccgggaa 


actgcaatgt 


960 


aatggctaca 


acgactgtga 


cgactggagt 


gacgaggctc 


attgcaactg 


cagcgagaat 


1020 


ctgtttcact 


gtcacacagg 


caagtgcctt 


aattacagcc 


ttgtgtgtga 


tggatatgat 


1080 


gactgtgggg 


atttgagtga 


tgagcaaaac 


t gtgattgca 


atcccacaac 


agagcatcgc 


1140 


tgcggggacg 


ggcgctgcat 


cgccatggag 


tgggtgtgtg 


atggtgacca 


cgactgtgtg 


1200 


gataagtccg 


acgaggtcaa 


ctgctcctgt 


cacagccagg 


gtctggtgga 


atgcagaaat 


1260 


ggacaatgta 


tccccagcac 


gtttcaatgt 


gatggtgacg 


aggactgcaa 


ggatgggagt 


1320 



gatgaggaga 


actgcagcgt 


cattcagact 


tcatgtcaag 


aaggagacca 


aagatgcctc 


1380 


tacaatccct 


gccttgattc 


atgtggtggt 


agctctctct 


gtgacccgaa 


caacagtctg 


1440 


aataactgta 


gtcaatgtga 


accaattaca 


ttggaactct 


gcatgaattt 


gccctacaac 


1500 


agtacaagtt 


atccaaatta 


ttttggccac 


aggactcaaa 


aggaagcatc 


catcagctgg 


1560 


gagtcttctc 


ttttccctgc 


acttgttcaa 


accaactgtt 


ataaatacct 


catgttcttt 


1620 


tcttgcacca 


ttttggtacc 


aaaatgtgat 


gtgaatacag 


gcgagcgtat 


ccctccttgc 


1680 


agggcattgt 


gtgaacactc 


taaagaacgc 


tgtgagtctg 


ttcttgggat 


tgtgggccta 


1740 


cagtggcctg 


aagacacaga 


ttgcagtcaa 


tttccagagg 


aaaattcaga 


caatcaaacc 


1800 


tgcctgatgc 


ctgatgaata 


tgtggaagaa 


tgctcaccta 


gtcatttcaa 


gtgccgctca 


1860 


ggacagtgtg 


ttctggcttc 


cagaagatgt 


gatggccagg 


ccgactgtga 


cgatgacagt 


1920 


gatgaggaaa 


actgtggttg 


taaagagaga 


gatctttggg 


aatgtccatc 


caataaacaa 


1980 


tgtttgaagc 


acacagtgat 


ctgcgatggg 


ttcccagact 


gccctgatta 


catggacgag 


2040 


aaaaactgct 


cattttgcca 


agatgatgag 


ctggaatgtg 


caaaccatgc 


gtgtgtgtca 


2100 


cgtgacctgt 


ggtgtgatgg 


tgaagccgac 


tgctcagaca 


gttcagatga 


atgggactgt 


2160 


gtgaccctct 


ctataaatgt 


gaactcctct 


tcctttctga 


tggttcacag 


agctgccaca 


2220 


gaacaccatg 


tgtgtgcaga 


tggctggcag 


gagatattga 


gtcagctggc 


ctgcaagcag 


2280 


atgggtttag 


gagaaccatc 


tgtgaccaaa 


ttgatacagg 


aacaggagaa 


agagccgcgg 


2340 


tggctgacat 


tacactccaa 


ctgggagagc 


ctcaatggga 


ccactttaca 


tgaacttcta 


2400 


gtaaatgggc 


agtcttgtga 


gagcagaagt 


aaaatttctc 


ttctgtgtac 


taaacaagac 


2460 


tgtgggcgcc 


gccctgctgc 


ccgaatgaac 


aaaaggatcc 


ttggaggtcg 


gacgagtcgc 


2520 


cctggaaggt 


ggccatggca 


gtgttctctg 


cagagtgaac 


ccagtggaca 


tatctgtggc 


2580 


tgtgtcctca 


ttgccaagaa 


gtgggttctg 


acagttgccc 


actgcttcga 


ggggagagag 


2640 


aatgctgcag 


tttggaaagt 


ggtgcttggc 


atcaacaatc 


tagaccatcc 


atcagtgttc 


2700 


atgcagacac 


gctttgtgaa 


gaccatcatc 


ctgcatcccc 


gctacagtcg 


agcagtggtg 


2760 


gactatgaca 


tcagcatcgt 


tgagctgagt 


gaagacatca 


gtgagactgg 


ctacgtccgg 


2820 


cctgtctgct 


tgcccaaccc 


ggagcagtgg 


ctagagcctg 


acacgtactg 


ctatatcaca 


2880 


ggctggggcc 


acatgggcaa 


taaaatgcca 


tttaagctgc 


aagagggaga 


ggtccgcatt 


2940 


atttctctgg 


aacattgtca 


gtcctacttt 


gacatgaaga 


ccatcaccac 


tcggatgata 


3000 


tgtgctggct 


atgagtctgg 


cacagttgat 


tcatgcatgg 


gtgacagcgg 


tgggcctctt 


3060 


gtttgtgaga 


agcctggagg 


acggtggaca 


ttatttggat 


taacttcatg 


gggctccgtc 


3120 
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tgcttttcca 


aagtcctggg 


gcctggcgtt 


tatagtaatg 


tgtcatattt 


cgtcgaatgg 


3180 


attaaaagac 


agatttacat 


ccagaccttt 


ctcctaaact 


aattataagg 


atgatcagag 


3240 


acttttgcca 


gctacactaa 


aagaaaatgg 


ccttcttgac 


tgtgaagagc 


tgcctgcaga 


3300 


gagctgtaca 


gaagcacttt 


tcatggacag 


aaatgctcaa 


tcgtgcactg 


caaatttgca 


3360 


tgtttgtttt 


ggactaattt 


ttttcaattt 


attttttcac 


cttcattttt 


ctcttatttc 


3420 


aagttcaatg 


aaagacttta 


caaaagcaaa 


caaagcagac 


tttgtccttt 


tgccaggcct 


3480 


aaccatgact 


gcagcacaaa 


attatcgact 


ctggcgagat 


ttaaaatcag 


gtgctacagt 


3540 


aacaggttat 


ggaatggtct 


cttttatcct 


atcacaaaaa 


aagacataga 


tatttaggct 


3600 


gattaattat 


ctctaccagt 


ttttgtttct 


caagctcagt 


gcatagtggt 


aaatttcagt 


3660 


gttaacattg 


gagacttgct 


tttctttttc 


tttttttata 


ccccacaatt 


cttttttatt 


3720 


acacttcgaa 


ttttagggta 


cacgagcaca 


acgtgcaggt 


tagttacata 


tgtatacatg 


3780 


tgccatgttg 


gtgtgctgaa 


cccagtaact 


cgtcatttga 


tttattaaaa 


gccaagataa 


3840 


tttacatgtt 


taaagtattt 


actattaccc 


ccttctaatg 


tttgcataat 


tctgagaact 


3900 


gataaaagac 


agcaataaaa 


gaccagtgtc 


atccatttag 


gtagcaagac 


atattgaatg 


3960 


caaagttctt 


tagatatcaa 


tattaacact 


tgacattatt 


ggacccccca 


ttctggatgt 


4020 


atatcaagat 


cataatttta 


tagaagagtc 


tctatagaac 


tgtcctcata 


gctgggtttg 


4080 


ttcaggatat 


atgagttggc 


tgattgagac 


tgcaacaact 


acatctatat 


ttatgggcaa 


4140 


tattttgttt 


tacttatgtg 


gcaaagaact 


ggatattaaa 


ctttgcaaaa 


gagaatttag 


4200 


atgagagatg 


caatttttta 


aaaagaaaat 


taatttgcat 


ccctcgttta 


attaaattta 


4260 


tttttcagtt 


ttcttgcgtt 


catccatacc 


aacaaagtca 


taaagagcat 


attttagagc 


4320 


acagtaagac 


tttgcatgga 


gtaaaacatt 


ttgtaatttt 


cctcaaaaga 


tgtttaatat 


4380 


ctggtttctt 


ctcattggta 


attaaaattt 


tagaaatgat 


ttttagctct 


aggccacttt 


4440 


acgcaactca 


atttctgaag 


caattagtgg 


taaaaagtat 


ttttccccac 


taaaaaactt 


4500 


taaaacacaa 


atcttcatat 


atacttaatt 


taattagtca 


ggcatccatt 


ttgcctttta 


4560 


aacaactagg 


attccctact 


aacctccacc 


agcaacctgg 


actgcctcag 


cattccaaat 


4620 


agatactacc 


tgcaatttta 


tacatgtatt 


tttgtatctt 


ttctgtgtgt 


aaacatagtt 


4680 


gaaattcaaa 


aagttgtagc 


aatttctata 


ctattcatct 


cctgtccttc 


agtttgtata 


4740 


aacctaagga 


gagtgtgaaa 


tccagcaact 


gaattgtggt 


cacgattgta 


tgaaagttca 


4800 


agaacatatg 


tcagttttgt 


tacagttgta 


gctacatact 


caatgtatca 


acttttagcc 


4860 


tgctcaactt 


aggctcagtg 


aaatatatat 


attatactta 


ttttaaataa 


ttcttaatac 


4920 
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aaataaaatg gta 4933 



<210> 3 

<211> 1113 

<212> PRT 

<213> Mus musculus 

<400> 3 

Met Gly Arg Val Ser Phe Ser Val Arg Val Ser Ser Val Arg Arg Ala 
1 5 10 15 

Arg Cys Ser Cys Pro Gly Arg Cys Tyr Leu Ser Cys Arg Val Pro Pro 
20 2 5 ^ 30 

Thr Thr Ala Leu Arg Ala Leu Asn Gly Leu Gly Cys Ala Gly Val Pro 
35 40 45 

Gly Glu Thr Ala Gly Gly Ala Val Gly Pro Gly Pro Leu Gly Thr Arg 
50 55 60 

Gly Phe Leu Ser Gly Ser Lys Phe Gin Ala Pro Gly Ser Trp Lys Asp 
65 70 75 80 

Cys Phe Gly Ala Pro Pro Ala Pro Asp Val Leu Arg Ala Asp Arg Ser 
8 5 90 95 

Val Gly Glu Gly Cys Pro Gin Lys Leu Val Thr Ala Asn Leu Leu Arg 
100 105 110 

Phe Leu Leu Leu Val Leu lie Pro Cys lie Cys Ala Leu lie Val Leu 
115 120 125 

Leu Ala lie Leu Leu Ser Phe Val Gly Thr Leu Lys Arg Val Tyr Phe 
130 135 140 

Lys Ser Asn Asp Ser Glu Pro Leu Val Thr Asp Gly Glu Ala Arg Val 
145 * 150 155 160 

Pro Gly Val lie Pro Val Asn Thr Val Tyr Tyr Glu Asn Thr Gly Ala 
165 170 175 

Pro Ser Leu Pro Pro Ser Gin Ser Thr Pro Ala Trp Thr Pro Arg Ala 
180 185 190 



Pro Ser Pro Glu Asp Gin Ser His Arg Asn Thr Ser Thr Cys Met Asn 
195 200 205 

lie Thr His Ser Gin Cys Gin lie Leu Pro Tyr His Ser Thr Leu Ala 
210 215 220 

Pro Leu Leu Pro lie Val Lys Asn Met Asp Met Glu Lys Phe Leu Lys 
225 230 235 240 

Phe Phe Thr Tyr Leu His Arg Leu Ser Cys Tyr Gin His lie Leu Leu 
245 250 255 

Phe Gly Cys Ser Leu Ala Phe Pro Glu Cys Val Val Asp Gly Asp Asp 
260 265 270 
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Arg His Gly Leu 
275 

Gly Cys Glu Ser 
290 

Leu Arg Cys Ser 
305 

Arg Lys Ser Cys 



Cys Gly Gly Gly 
340 

Lys Lys Leu Gin 
355 

Glu Ala His Cys 
370 

Lys Cys Leu His 
385 

Asp Pro Ser Asp 



Arg Cys Gly Asp 
420 

Asp His Asp Cys 
435 

Ser Gin Gly Leu 
450 

Phe Gin Cys Asp 
465 

Asn Cys Ser Asp 



Phe Gly Ser Ser 
500 

Ser Asp Ser Ser 
515 



Glu Leu Cys Met 
530 

Leu Gly His Arg 
54 5 

Leu Phe Pro Ala 



Phe Ala Cys Thr 
580 



Leu Pro Cys Arg 
280 

Val Leu Gly Met 
295 

Gin Phe Arg Asp 
310 

Phe Ser Leu Gin 
325 

Glu Ser Phe Leu 



Cys Asn Gly Tyr 
360 

Asn Cys Ser Lys 
375 

Tyr Ser Leu Leu 
390 

Glu Gin Asn Cys 
405 

Gly Arg Cys lie 



Val Asp Lys Ser 
440 

Val Glu Cys Thr 
455 

Gly Asp Glu Asp 
470 

Ser Gin Thr Pro 
485 

Cys Val Glu Ser 



Leu Ser Asn Cys 
520 



Asn Leu Leu Tyr 
535 

Thr Gin Lys Glu 
550 

Leu Val Gin Thr 
565 

lie Leu Val Pro 



Ser Phe Cys Glu 



Val Asn Ser Ser 
300 

His Thr Glu Thr 
315 

Gin Glu His Gly 
330 

Cys Thr Ser Gly 
345 

Asn Asp Cys Asp 



Asp Leu Phe His 
380 

Cys Asp Gly Tyr 
395 

Asp Cys Asn Leu 
410 

Ala Ala Glu Trp 

425 

Asp Glu Val Asn 



Ser Gly Gin Cys 
460 

Cys Lys Asp Gly 
475 

Cys Pro Glu Gly 
490 

Cys Ala Gly Ser 
505 

Ser Gin Cys Glu 



Asn His Thr His 
540 

Ala Ser lie Ser 
555 

Asn Cys Tyr Lys 
570 

Lys Cys Asp Val 
585 



Ala Ala Lys Glu 
285 

Trp Pro Asp Ser 



Asn Ser Ser Val 
320 

Lys Gin Ser Leu 
335 

Leu Cys Val Pro 
350 

Asp Trp Ser Asp 
365 

Cys Gly Thr Gly 



Asp Asp Cys Gly 
400 

Thr Lys Glu His 
415 

Val Cys Asp Gly 
430 

Cys Ser Cys His 
4 4 5 

lie Pro Ser Thr 



Ser Asp Glu Glu 
480 

Glu Gin Gly Cys 
495 

Ser Leu Cys Asp 
510 

Pro lie Thr Leu 
525 



Tyr Pro Asn Tyr 



Trp Glu Ser Ser 
560 

Tyr Leu Met Phe 
575 

Asn Thr Gly Gin 
590 



Arg lie Pro Pro 
595 

Glu Ser Val Leu 
610 

Cys Asn Gin Phe 
625 

Pro Asn Glu Asp 



Ser Gly Arg Cys 
660 

Cys Asp Asp Asp 
67 5 

Leu Trp Glu Cys 
690 

Cys Asp Gly Phe 
705 

Ser Phe Cys Gin 



Pro Arg Asp Leu 
740 

Asp Glu Trp Gly 

755 

Leu Leu Thr Val 
770 

Gly Trp Arg Glu 
785 

Gly Glu Pro Ser 



Trp Leu Arg Leu 
820 

Gin Glu Leu Leu 
835 

Ser Leu Leu Cys 
850 

Met Asn Lys Arg 
865 

Pro Trp Gin Cys 



Cys Val Leu lie 
900 

Glu Gly Arg Glu 



Cys Arg Leu Leu 
600 

Gly lie Val Gly 
615 

Pro Glu Glu Ser 
630 

Val Glu Glu Cys 
64 5 

Val Leu Gly Ser 



Ser Asp Glu Glu 
680 

Pro Phe Asn Lys 
695 

Pro Asp Cys Pro 
710 

Asp Asn Glu Leu 
725 

Trp Cys Asp Gly 



Cys Val Thr Leu 

7 60" 

His Lys Ser Ala 
775 

Thr Leu Ser Gin 
790 

Val Thr Lys Leu 
805 

Tyr Pro Asn Trp 



Val Tyr Arg His 
840 

Ser Lys Gin Asp 
8 55 

lie Leu Gly Gly 
870 

Ser Leu Gin Ser 
885 

Ala Lys Lys Trp 



Asp Ala Asp Val 



Cys Glu His Ser 



Leu Gin Trp Pro 

620 

Ser Asp Asn Gin 
635 

Ser Pro Ser His 
650 

Arg Arg Cys Asp 
665 

Asn Cys Gly Cys 



Gin Cys Leu Lys 
700 

Asp Ser Met Asp 
715 

Glu Cys Ala Asn 
730 

Trp Val Asp Cys 
745 

Ser Lys Asn Gly 



Lys Glu His His 
780 

Leu Ala Cys Lys 
795 

He Pro Gly Gin 
810 

Glu Asn Leu Asn 
825 

Ser Cys Pro Ser 



Cys Gly Arg Arg 
8 60 

Arg Thr Ser Arg 
875 

Glu Pro Ser Gly 
890 

Val Leu Thr Val 
905 

Trp Lys Val Val 



Lys Glu Arg Cys 
605 

Glu Asp Thr Asp 



Thr Cys Leu Leu 
64 0 

Phe Lys Cys Arg 
655 

Gly Gin Ala Asp 
670 

Lys Glu Arg Ala 
685 

His Thr Leu He 



Glu Lys Asn Cys 
720 

His Glu Cys Val 
735 

Ser Asp Ser Ser 
750 

Asn Ser Ser Ser 
765 

Val Cys Ala Asp 



Gin Met Gly Leu 
800 

Glu Gly Gin Gin 
815 

Gly Ser Thr Leu 
830 

Arg Ser Glu He 
845 

Pro Ala Ala Arg 



Pro Gly Arg Trp 
880 

His He Cys Gly 
895 

Ala His Cys Phe 
910 

Phe Gly He Asn 



9 



915 



920 



925 



Asn Leu Asp His Pro Ser Gly Phe Met Gin Thr Arg Phe Val Lys Thr 
930 935 940 

lie Leu Leu His Pro Arg Tyr Ser Arg Ala Val Val Asp Tyr Asp lie 
945 950 955 960 

Ser Val Val Glu Leu Ser Asp Asp lie Asn Glu Thr Ser Tyr Val Arg 
965 970 975 

Pro Val Cys Leu Pro Ser Pro Glu Glu Tyr Leu Glu Pro Asp Thr Tyr 
980 985 990 

Cys Tyr lie Thr Gly Trp Gly His Met Gly Asn Lys Met Pro Phe Lys 
995 1000 1005 

Leu Gin Glu Gly Glu Val Arg lie lie Pro Leu Glu Gin Cys Gin 
1010 1015 1020 

Ser Tyr Phe Asp Met Lys Thr lie Thr Asn Arg Met lie Cys Ala 
1025 1030 1035 

Gly Tyr Glu Ser Gly Thr Val Asp Ser Cys Met Gly Asp Ser Gly 
1040 1045 1050 

Gly Pro Leu Val Cys Glu Arg Pro Gly Gly Gin Trp Thr Leu Phe 
1055 1060 1065 

Gly Leu Thr Ser Trp Gly Ser Val Cys Phe Ser Lys Val Leu Gly 
1070 ~ 1075 1080 

Pro Gly Val Tyr Ser Asn Val Ser Tyr Phe Val Gly Trp lie Glu 
1085 1090 1095 

Arg Gin lie Tyr lie Gin Thr Phe Leu Gin Lys Lys Ser Gin Gly 
1100 1105 1110 



<210> 4 

<211> 1042 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Lys Gin Ser Pro Ala Leu Ala Pro Glu Glu Arg Tyr Arg Arg Ala 
15 10 15 

Gly Ser Pro Lys Pro Val Leu Arg Ala Asp Asp Asn Asn Met Gly Asn 
20 25 30 

Gly Cys Ser Gin Lys Leu Ala Thr Ala Asn Leu Leu Arg Phe Leu Leu 
35 40 45 

Leu Val Leu lie Pro Cys lie Cys Ala Leu Val Leu Leu Leu Val lie 
50 ^ 55 ~ 60 

Leu Leu Ser Tyr Val Gly Thr Leu Gin Lys Val Tyr Phe Lys Ser Asn 
65 70 75 80 

Gly Ser Glu Pro Leu Val Thr Asp Gly Glu lie Gin Gly Ser Asp Val 
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85 90 95 

lie Leu Thr Asn Thr lie Tyr Asn Gin Ser Thr Val Val Ser Thr Ala 

100 105 110 

His Pro Asp Gin His Val Pro Ala Trp Thr Thr Asp Ala Ser Leu Pro 
115 120 125 

Gly Asp Gin Ser His Arg Asn Thr Ser Ala Cys Met Asn lie Thr His 
130 135 140 

Ser Gin Cys Gin Met Leu Pro Tyr His Ala Thr Leu Thr Pro Leu Leu 
145 150 155 160 

Ser Val Val Arg Asn Met Glu Met Glu Lys Phe Leu Lys Phe Phe Thr 
165 170 175 

Tyr Leu His Arg Leu Ser Cys Tyr Gin His lie Met Leu Phe Gly Cys 
180 185 190 

Thr Leu Ala Phe Pro Glu Cys lie lie Asp Gly Asp Asp Ser His Gly 
195 ~ 200 205 

Leu Leu Pro Cys Arg Ser Phe Cys Glu Ala Ala Lys Glu Gly Cys Glu 
210 215 220 

Ser Val Leu Gly Met Val Asn Tyr Ser Trp Pro Asp Phe Leu Arg Cys 
225 230 235 240 

Ser Gin Phe Arg Asn Gin Thr Glu Ser Ser Asn Val Ser Arg lie Cys 
245 250 255 

Phe Ser Pro Gin Gin Glu Asn Gly Lys Gin Leu Leu Cys Gly Arg Gly 
260 265 270 

Glu Asn Phe Leu Cys Ala Ser Gly lie Cys lie Pro Gly Lys Leu Gin 
275 280 285 

Cys Asn Gly Tyr Asn Asp Cys Asp Asp Trp Ser Asp Glu Ala His Cys 
290 295 300 

Asn Cys Ser Glu Asn Leu Phe His Cys His Thr Gly Lys Cys Leu Asn 
305 310 315 320 

Tyr Ser Leu Val Cys Asp Gly Tyr Asp Asp Cys Gly Asp Leu Ser Asp 

325 330 335 

Glu Gin Asn Cys Asp Cys Asn Pro Thr Thr Glu His Arg Cys Gly Asp 
340 345 350 

Gly Arg Cys lie Ala Met Glu Trp Val Cys Asp Gly Asp His Asp Cys 
355 360 365 

Val Asp Lys Ser Asp Glu Val Asn Cys Ser Cys His Ser Gin Gly Leu 
370 375 ~ 380 

Val Glu Cys Arg Asn Gly Gin Cys lie Pro Ser Thr Phe Gin Cys Asp 
385 390 395 400 

Gly Asp Glu Asp Cys Lys Asp Gly Ser Asp Glu Glu Asn Cys Ser Val 
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405 



410 



415 



lie Gin Thr Ser 
420 

Cys Leu Asp Ser 
435 

Leu Asn Asn Cys 
4 50 

Asn Leu Pro Tyr 
465 

Thr Gin Lys Glu 



Leu Val Gin Thr 
500 

lie Leu Val Pro 
515 

Cys Arg Ala Leu 
530 

Gly He Val Gly 
545 

Pro Glu Glu Asn 



Val Glu Glu Cys 
580 

Val Leu Ala Ser 
595 

Ser Asp Glu Glu 
610 

Pro Ser Asn Lys 
625 

Pro Asp Cys Pro 



Asp Asp Glu Leu 
660 

Trp Cys Asp Gly 
675 

Cys Val Thr Leu 
690 

His Arg Ala Ala 
705 

He Leu Ser Gin 



Cys Gin Glu Gly 



Cys Gly Gly Ser 
440 

Ser Gin Cys Glu 
455 

Asn Ser Thr Ser 
470 

Ala Ser He Ser 
485 

Asn Cys Tyr Lys 



Lys Cys Asp Val 
520 

Cys Glu His Ser 
535 

Leu Gin Trp Pro 
550 

Ser Asp Asn Gin 
565 

Ser Pro Ser His 



Arg Arg Cys Asp 
600 

Asn Cys Gly Cys 
615 

Gin Cys Leu Lys 
630 

Asp Tyr Met Asp 
645 

Glu Cys Ala Asn 



Glu Ala Asp Cys 
680 

Ser He Asn Val 
695 

Thr Glu His His 
710 

Leu Ala Cys Lys 
725 



Asp Gin Arg Cys 
425 

Ser Leu Cys Asp 



Pro He Thr Leu 
460 

Tyr Pro Asn Tyr 
475 

Trp Glu Ser Ser 
490 

Tyr Leu Met Phe 
505 

Asn Thr Gly Glu 



Lys Glu Arg Cys 
540 

Glu Asp Thr Asp 
555 

Thr Cys Leu Met 
570 

Phe Lys Cys Arg 
585 

Gly Gin Ala Asp 



Lys Glu Arg Asp 
620 

His Thr Val He 
635 

Glu Lys Asn Cys 
650 

His Ala Cys Val 
665 

Ser Asp Ser Ser 



Asn Ser Ser Ser 
700 

Val Cys Ala Asp 
715 

Gin Met Gly Leu 
730 



Leu Tyr Asn Pro 
430 

Pro Asn Asn Ser 
445 

Glu Leu Cys Met 



Phe Gly His Arg 
480 

Leu Phe Pro Ala 
495 

Phe Ser Cys Thr 
510 

Arg He Pro Pro 
525 

Glu Ser Val Leu 



Cys Ser Gin Phe 
560 

Pro Asp Glu Tyr 
575 

Ser Gly Gin Cys 
590 

Cys Asp Asp Asp 
605 

Leu Trp Glu Cys 



Cys Asp Gly Phe 
640 

Ser Phe Cys Gin 
655 

Ser Arg Asp Leu 
670 

Asp Glu Trp Asp 
68 5 

Phe Leu Met Val 



Gly Trp Gin Glu 
720 

Gly Glu Pro Ser 
735 
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Val Thr Lys Leu lie Gin Glu Gin Glu Lys Glu Pro Arg Trp Leu Thr 
740 745 750 

Leu His Ser Asn Trp Glu Ser Leu Asn Gly Thr Thr Leu His Glu Leu 
755 760 765 

Leu Val Asn Gly Gin Ser Cys Glu Ser Arg Ser Lys lie Ser Leu Leu 
770 775 780 

Cys Thr Lys Gin Asp Cys Gly Arg Arg Pro Ala Ala Arg Met Asn Lys 
785 790 795 800 

Arg lie Leu Gly Gly Arg Thr Ser Arg Pro Gly Arg Trp Pro Trp Gin 
805 810 815 

Cys Ser Leu Gin Ser Glu Pro Ser Gly His lie Cys Gly Cys Val Leu 
820 825 830 

lie Ala Lys Lys Trp Val Leu Thr Val Ala His Cys Phe Glu Gly Arg 
835 840 845 

Glu Asn Ala Ala Val Trp Lys Val Val Leu Gly lie Asn Asn Leu Asp 
850 " 855 ~ 860 

His Pro Ser Val Phe Met Gin Thr Arg Phe Val Lys Thr lie lie Leu 
865 870 875 880 

His Pro Arg Tyr Ser Arg Ala Val Val Asp Tyr Asp lie Ser lie Val 
885 890 895 

Glu Leu Ser Glu Asp lie Ser Glu Thr Gly Tyr Val Arg Pro Val Cys 
900 905 910 

Leu Pro Asn Pro Glu Gin Trp Leu Glu Pro Asp Thr Tyr Cys Tyr lie 
915 920 925 

Thr Gly Trp Gly His Met Gly Asn Lys Met Pro Phe Lys Leu Gin Glu 
930 " 935 940 

Gly Glu Val Arg lie lie Ser Leu Glu His Cys Gin Ser Tyr Phe Asp 
945 950 955 960 



Met Lys Thr lie Thr Thr Arg Met lie Cys Ala Gly Tyr Glu Ser Gly 
965 970 975 

Thr Val Asp Ser Cys Met Gly Asp Ser Gly Gly Pro Leu Val Cys Glu 
980 ^ 985 990 

Lys Pro Gly Gly Arg Trp Thr Leu Phe Gly Leu Thr Ser Trp Gly Ser 
995 1000 1005 

Val Cys Phe Ser Lys Val Leu Gly Pro Gly Val Tyr Ser Asn Val Ser 
1010 1015 1020 

Tyr Phe Val Glu Trp lie Lys Arg Gin lie Tyr lie Gin Thr Phe Leu 
1025 1030 1035 1040 



Leu Asn 
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<210> 5 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 

<400> 5 

cagctccaca acctacatca ttccgt 26 



<210> 6 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 

<400> 6 

acggaatgat gt 12 



<210> 7 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 

<400> 7 

gtccatcttc tctctgagac tctggt 26 



<210> 8 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 

<400> 8 

accagagtct ca 12 



<210> 9 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
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cDNA amplification 



<400> 9 

ctgatgggtg tcttctgtga gtgtgt 



26 



<210> 10 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 

<400> 10 

acacactcac ag 12 

<210> 11 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 



<210> 12 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 

<400> 12 

actgtcacac tg 12 



<210> 13 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 



<400> 11 

ccagcatcga gaatcagtgt gacagt 



26 



<400> 13 

gtcgatgaac ttcgactgtc gatcgt 



26 



<210> 14 
<211> 12 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : adapter for 
cDNA amplification 

<400> 14 

acgatcgaca gt 12 
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